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Detection of eDNA of Cutlassfish Trichiurus japonicus in the sea area

Yuki KIMURA and Hirotaka TSUJIIMURA

We evaluated an environmental DNA (eDNA) of the cutlassfish Trichiurus japonicus using real-time PCR. In this study,

we confirmed that the eDNA of the cutlassfish 7. japonicus that can be detected through the analysis of the environmental

water in a water tank 7. japonicus. Based on the approach, in the present study, eDNA surveys were conducted fishing

surveys and water sampling in Osaka Bay between September 2019 and July 2020. Simultaneously, 7. japonicus specimens

were collected via fishing surveys conducted at the same locations as the eDNA surveys. 7. japonicus were successfully

captured in all four fishing surveys. Notably, the three eDNA surveys produced positive results when large numbers of

T. japonicus were captured by fishing. Subsequently, water was sampled for eDNA analysis at 25 locations across Osaka

Bay between February 2020 and February 2022. Among the 13 surveys conducted during this period, eDNA was detected

on three occasions at three survey points, all located near the 7. japonicus fishing points. In October and December 2021,

eDNA was detected at nine survey points, suggesting that 7. japonicus might have been distributed across a wide area of

Osaka Bay.
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