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Identifying the main forage algal species of horned turbans Turbo sazae from the 1zu

Islands using DNA barcoding

Junichi IIJIMA and Tomohiro TAKASE

An attempt was made to identify forage algal species of the horned turban Turbo sazae from four sea areas of the Izu
islands by DNA barcoding to test homology in the cytochrome ¢ oxidase subunit I (COX1) gene in the mtDNA from
fractions of seaweeds in the gut contents of the horned turban. The COX1 of one of the four dominant algal species in the
gut contents showed complete homology to that of Gelidium elegans registered in the National Center for Biotechnology
Information (NCBI) GenBank; thus it was identified just according to the homology of the gene. The other three forage
species, whose genes were not available in GenBank, could not be identified using gene homology. However, the analysis
results demonstrated that the species from the gut contents and dominant algal species from the habitats of the horned
turban belonged to the same families and therefore it appears possible to determine more general taxonomic categories

such as families of species by NCBI Mega Basic Local Alignment Search Tool using COX1.
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