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Gill-associated virus disease
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Gill-associated virus (GAV)
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1. RT-PCR j£— (RT-nested PCR) "
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[1st RT-PCR]

(YHVE L UGAVILE, EEIBEYH 1 X ; 794bp)

GY1:5-GAC ATC ACT CCA GAC AAC ATC TG-3'

GY4:5-GTG AAG TCC ATG TGT GTG AGA CG-3'

[2nd PCR)
(YHV $ 28, IEIEEYHY (X ;277bp)

FS54<—. EW|GY2:5-CAT CTG TCC AGA AGG CGT CTA TGA-3'
H D10 Y3:5-ACG CTC TGT GAC AAG CAT GAA GTT-3’

(GAVHEH, BEIZEY Y+ X ;406bp)

GY2:5-CAT CTG TCC AGA AGG CGT CTA TGA-3'

G6 :5-GTA GTA GAG ACG AGT GAC ACC TAT-3'

2. RT-gPCRi%'"

GAVQPF1: 5 -GGG ATC CTA ACA TCG TCA ACG T-3'

GAVQPR1: 5 -AGT AGT ATG GAT TAC CCT GGT GCA T-3'

TagMan probe

FAM labeled TAMRA GAVprobel: 5 -6FAM-TCA GCC GCT TCC GCT TCC AAT G-3

(HEEEMY 4 X ; 81 bp)
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