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Hirame rhabdovirus (HIRRV)

E/RHIANVAE STROAILRE JESTEIMILARE
B : £S5 A (Paralichthys olivaceus) . 7 2 (Plecoglossus altivelis) . 2845 A (Mylio macrocephalus) . A7 LA (Kareius
bicoloratus) . 347 A X ¥ (Lateolabrax maculatus) . =0 & (Oncorhynchus mykiss) . 7 L—1)>% ( Thymallus
thymallus) . 7 579> k579 (Salmo trutta)
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