\% : 7Y HAHKREMR akoya oyster disease
J&IR{K : Candidatus Maribrachyspira akoyae
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FliG-F CAGGGTGGAATCGATTATGCACATGATATTTTGGGAAAG B
FliG-R TTATGCAGCATATCGCAAGATAGCTGATCCGTCGGTG
TtgA-F AAGGTGGTATATAGAAATACAAATTTCAGAGTATCTTGTTCAGG 235
TtgA-R CTGGCCCCTAGTTAAAAAAAACTCTCCTTCAGTTAAC
BamA-F GATGACCTTTCCATAGATATTGAAGTTAATATTGTAGAAGGTAATCC
98°C 30%» 1258
(Matsuyama BamA-R GGATATCCAATCCCAGGAATTTGTATTTCAAAGCCAAATCC (98°C 107, 65°C 307, 68°C 60%) x KoD Fx
PCR et al., 3544 4 ' ’ (Toyobo) TD &
2018) Flagellin-F | TTACAAGAGCTTCGAAATCTTGCAGTTCGAACCG 68°C 54 64 BEEEH
Flagellin-R | TTGAGATAGCATAATTGAGGATGTGTCTGCAAGGAGTTTG
Peptidase M23-F |GTACAGGTAATGTTAAGGGAAAAATTGATAAGGAGAGAC o
Peptidase M23-R |TGTAGATCTCCCAGTACTACCTATACGACCAATAAC
FlgG-F ATGGTTTATTCATTATGGACTGCTGCTGGGGGTAT 132
FlgG-R AGCCCTTTGGGCAACAATCATTGAGACCAG
(Matsuyama TtgA-F CTTTCCCCTTTGAAACTTTTGCT 95°C 243 KOD syber qPCE
FE=EPCR et al., (95°C 10%», 60°C 10%, 68°C 30%) x mix (Toyobo) ©
) TtgA-R  |GGAAGGATTTAGCCGAATAGTGAA 0317 DHRILFH
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